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The PhenoCycler-Fusion workflow consists of iterative cycles of labelling,
Imaging and removing fluorescent reporters. In each imaging cycle,
three fluorescent reporters are attached to their corresponding DNA-
tagged antibodies and Iimaged via standard fluorescent optics.
Thereafter, the three reporters are removed, and a new cycle images
additional reporters. The process is fully automated, and data are
acquired across whole slides at single-cell resolution. Barcoded
antibody technology enables deep spatial phenotyping, combining
antibody specificity with molecular barcodes to simultaneously detect
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A. Spatial Phenotyping Map of the mouse FFPE GL261 brain tissue recapitulates the overall
organization of different cell phenotypes relative to each other. B. The tSNE plot shows distinct
phenotype clusters sorted by color as in C and D. C. Pie chart of cell-type fractions for mouse
GL261 with infiltrating immune cells colored by cell type (D). E. Expression of individual markers
(in red) shows functional specialization across entire GL261 brain tissue.
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5. Development of a Mouse FFPE Neuro Panel for
Single-Cell Spatial Analysis
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G. Multiplexed imaging of the GBM mouse brain and magnified views of the GL261 tumor niches (H-1).
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