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4. Al-based Spatial Phenotyping

The Development and Application of an Ultrahigh-Plex Antibody Panel for Spatial Phenotyping
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2. PhenoCycler-Fusion Workflow
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The Phenocycler®-Fusion 2.0 (PCF) workflow is compatible with a wide
range of commercially available antibodies. Antibodies can also be
customized via tagged to activated oligonucleotide barcodes that are
complementary to existing antibody panels. Following antibodies are
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are acquired across whole slides at single-cell resolution.
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bioinformatic analysis method. Deployment of this
workflow on the mouse FFPE tissues allowed us to
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profiles and spatial distribution. Our workflow will allow
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The Phenocycler-Fusion is a fast spatial biology solution that affords
high parameter and high-throughput spatial readouts across whole
slides with uncompromised single-cell optical resolution.

A. Multiplexed imaging of the healthy mouse brain. B. Magnified view of the green dotted box region of the mouse cortex. Images on the right show
the overlay (C) and the single-channel images of region B. D-F Magnified views of the red dotted box region of the mouse hippocampus. G.
Multiplexed imaging of the GBM mouse brain and magnified views of the GL261 tumor (H-1).
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